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@ blast2go

Take a look at Blast2GO
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Gene Structure Annotation and Analysis Using PASA
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Presenter
Presentation Notes
The M5NR is an integration of many sequence databases into one comprehensive searchable database (plus an index). Client-side tools are used to translate similarity searches into many namespaces e.g. KEGG or NCBI’s GenBank. The database is 


Collaborations welcome

» Matt Gitzendanner. magitz@ufl.edu
» Oleksandr Moskalenko: om@hpc.ufl.edu
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UF Research Computing

» Help and Support (Continued)
o http://wiki.rc.ufl.edu
- Documents on hardware and software resources
- Various user guides
- Many sample submission scripts
o http://rc.ufl.edu/support
- Frequently Asked Questions
- Account set up and maintenance
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